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Bioinformatician and Molecular Biologist looking for new challenges to apply and expand my skills. In recent years, I participated in different
projects usingmodern Genomic technologies (NGS), Data Analysis, and Data Science, to obtain novel biological information that culminated in

high‑impact peer‑reviewed scientific publications

Research experience
Graduate Research Assistant (Bioinformatics) Institute of Biotechnology, UNAM

January 2019 ‑ Current

I was part of different research projects, from the beginning obtaining or creating the raw data to the final report or
publication. The tasks that I carried out includes the following:

• Management of researchprojects: participated in the creationofmain and secondary objectives and research
questions from different projects to obtain novel biological information useful for the scientific community

• Server management (HPC): managed the Laboratory’s server, installed Linux operative systems and specific
software/packages, avoided server slowdowns, and built secure server environments

• Creation of pipelines: created pipelines to avoid repetitive workflows and make reproducible analysis using
bash, Python, Nextflow, and Snakemake

• Softwaredevelopment: developedseveral software tools to solveandachievespecific goalsusingbash, Python,
Perl, and R

• Creation of plots: using R, Rstudio, Jupyter Notebooks, Excel, and Graphpad
• Maintenanceof versioncontrol (CI/CD): creationandmaintenanceofGitHubrepositoriesand their continuous
version control

• Creation of reports/publications: using Markdown and Word, I delivered weekly and biannual reports to the
members of the Laboratory. Also, I co‑authored peer‑reviewed publications that are highly cited in their re‑
spective areas

• Presentations to the general public and academic events: participated in scientific dissemination, specialized
seminars, and congresses

Education
National Autonomous University of Mexico Mexico City, Mexico
PH.D. (COMPUTATiONAL BiOLOGY) January 2019 ‑ Current

National Autonomous University of Mexico Mexico City, Mexico
MASTER OF SCiENCE (COMPUTATiONAL BiOLOGY) August 2016 ‑ January 2019

University of Guadalajara Guadalajara, Mexico
BACHELOR OF SCiENCE (MOLECULAR BiOLOGY) August 2012 ‑ January 2016

Teaching Experience
• Guest lecturer at Universidad de La Sabana (Chia, Colombia). December 2023.
• MicrobiotaSymposium fromTheory toClinical Practice, ColegiodeProfesionalesde laNutricióndeQuerétaro
y el Bajío. June 2021.

• Bioinformatics and Reproducible Research Workshop, Postgraduate Program in Biological Sciences, UNAM.
October 2019.

• Guest lecturer at Center of Genomic Sciences, UNAM. August 2018.

Directed Theses
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• Bachelor’s Thesis: Itzel Abigail Hernández Reyna, Bachelor’s in Nutrition (Universidad Autónoma del Estado
de Morelos), December 2019. “Impact of bacteriophages associated with childhood obesity on the intestinal
metagenome.”

Soft Skills
• Effective team player with strong communication skills, capable of working independently.
• Quick learner with the ability to adapt to new technologies rapidly.
• Exceptional problem‑solving abilities.
• Capacity tomanage significant workloads ormultiple projects across different areas while maintaining orga‑
nization and efficiency.

Programming Languages, Tools & Bioinformatic skills:
• Programming Languages: Python, C#, R, SQL, Bash, HTML & CSS, JavaScript, Typescript
• Web frameworks: Django, ASP.NET, Angular
• Other tools: High‑Performance Computing (HPC), Linux, Tableau, Docker, Nextflow, Snakemake, Jupyter
Notebooks, Rstudio, MySQL, PostgreSQL, MongoDB

• Bioinformatic skills: 16S rRNA profiling, Genome/Transcriptome assembly, and annotation, Metagenomics,
Metatranscriptomics, Viromics

Languages
• English – Full professional proficiency
• Spanish – Native
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